
Supplemental Document

Method for 3D tracking behaviors of interplaying
bacteria individuals: supplement
GANCHENG WANG,1 GUI HUANG,1 XIANGJUN GONG,1,2,∗ AND
GUANGZHAO ZHANG1

1Faculty of Materials Science and Engineering, South China University of Technology, Guangzhou 510640,
China
2Guangdong Provincial Key Laboratory of Luminescence from Molecular Aggregates, South China
University of Technology, Guangzhou 510640, China
∗msxjgong@scut.edu.cn

This supplement published with The Optical Society on 9 Sepember 2020 by The Authors under
the terms of the Creative Commons Attribution 4.0 License in the format provided by the authors
and unedited. Further distribution of this work must maintain attribution to the author(s) and the
published article’s title, journal citation, and DOI.

Supplement DOI: https://doi.org/10.6084/m9.figshare.12893315

Parent Article DOI: https://doi.org/10.1364/OE.401032



A met
interpla
 

 
Fig. S
y′, z′) 

Fig. S
and v
examp
reveal

thod fo
aying b

S1 (a) and (b) Dist
and the real positi

S2 (a) Two E. coli 
variable (Top 1.8%
ple image contain
l the darker cell 2. 

or 3D 
acteria 

tribution of lateral 
ion (xr, yr, zr) of ba

cells in approachi
%) threshold. Vari
ning both bright an

tracki
individ

and vertical dista
acteria. 

ing. (b-c) Compari
iable threshold co
nd dark cells 1 an

ing be
uals 

ances between the 

ison of invariable 
ould divide two sin
nd 2. (e-f) Variabl

ehaviors

fitted position (x′,

(Intensity>16000)
ngle cells. (d) An
le threshold could

s of 

 
, 

 
) 
n 
d 



Fig. S3 An example of (a) wrong and (b) coorrect identificatioon. 

 


